LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B01 BM146 281 58 F  GAGATG AGTCCTTTCCCTACCC 2 AF483862

R  TGC AGA CAC AATTTATGAAGG C

BM157 113 52 F  ACT TAA CAA GGA ATA GCC ACA CA 2 AF483873,Also in B10
R  GTTAATTGT TTC CAATAT CAACCT G

BMd-10 139 47 F  GCT CAC GTA CGA GTT GAA TCT CAG 3 X13329
R  ATC TGA GAG CAG CGA CAT GGT AG

PV-ag003 164 49 F  TCACGTACG AGT TGAATC TCAGGAT 1 X04001
R  GGT GTC GGA GAG GTT AAG GTT G

BM53 287 55 F  AAC TAA CCT CAT ACG ACA TGA AA 2 AF483849
R  AAT GCT TGC ACT AGG GAG TT

BM200 221 52 F TGGTGG TTG TTA TGG GAG AAG 2 AF483897
R ATTTGT CTCTGTCTATTCCCAC

BMd-45 129 47 F  GGT TGG GAA GCC TCA TAC AG 3 AF293023
R ATCTTCGACCCACCTTGCT

PVBR31 204 56 F  AAT GGC AGG TCA GTG AAA CA 9 BV686603
R  ATG ACC ACG CAG TGA CAG AG

PVBR54 191 54 F CGT CTA GGG ACG AAA CGA AA 9 BV686607
R  CCCCCT TCA GAC TCT CCA AT

PVBR107 150 53 F CCC CTT TCT CAC CAC TTC AG 9 BV686495
R  ACC AAA AAC GGT GCT CAAAC

PVBR133 204 56 F CGG GGT CGG AGAAGA TAAGT 9 BV686502
R  CCC GAATCA AAG ATC TGC AA

PVBR139 206 56 F GGT TGT GCT TGT GTT GTT GG 9 BV686503
R  TGAAGT TGC AGC TAG GTT GG

PVBR218 185 56 F  TGT AAATGG CAG GCA GTG AA 9 BV686520
R  ATG ACC ACG CAG TGA CAG AG

PVBR233 220 56 F  AGA GAG GGT TGT GGT TGG TG 9 BV686523
R  TTAATC CCG CTT TAC GCA AC

PVBR250 222 56 F GGT GGA GAG TGG TGG ACA GT 9 BV686528
R CGAAACCCTACCACTTTTTCC

PVBR251 204 56 F  TGAAGT TGC AGC TAG GTT GG 9 BV686529
R

GGT TGT GCT TGT GTT GTT GG




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B02 PV-at006 132 50 F CCGTTGCCT GTATTT CCC CAT 1 X74919, Also in B5S

R  CGT GTG AAG TCA TCT GGA GTG GTC

PV-gccacc001 95 48 F  CGT TAG ATC CCG CCC AAT AGT 1 U77935
R CCG TCC AGG AAG AGC GAG C

PV-gaat002 167 50 F  AAA CAC ACA AAA AGT TGG ACG CAC 1 X59469
R  TTC GTG AGG TAG GAG TTT GGT GG

BMd-17 116 47 F  GTT AGATCC CGC CCA ATA GTC 3 U77935
R  AGA TAG GAA GGG CGT GGTTT

BMd-19 154 47 F  GCC AAC CAC ATT CTT CCC TAC 3 X59469
R  GGAAGC GAG GCAGTTATCTTT

BMd-47 150 47 F  ACCTGG TCC CTC AAA CCA AT 3 AF350505
R  CAATGG AGC ACC AAA GAT CA

BMd-18 156 47 F  AAAGTT GGA CGC ACT GTG ATT 3 X59469
R  TCG TGA GGT AGG AGT TTG GTG

BM139 115 50 F  TTA GCA ATA CCG CCA TGA GAG 2 AF483857
R  ACT GTA GCT CAA ACA GGG CAC

BM167 165 50 F  TCC TCA ATA CTA CAT CGT GTG ACC 2 AF483881
R  CCTGGT GTAACCCTC GTAACAG

BM164 182 52 F  CCACCA CAA GGA GAAGCAAC 2 AF483878
R  ACC ATT CAG GCC GAT ACT CC

BM143 143 55 F GGG AAA TGA ACA GAG GAA A 2 AF483861
R ATGTTG GGAACT TTT AGT GTG

BM142 157 55 F  TTC CGC TGATTG GAT ATT AGA G 2 AF483860
R AGCCCGTTCCTTCGTTTAG

BMd-7 166 47 F  GGATAT GGT GGT GAT CAA GGA 3 X13596
R  CAT ACC CAATGC CAT GTT CTC

BMd-2 106 47 F  AGC GAC AGC AAG AGA ACCTC 3 U18349
R  CAA CAA ACG GTG ATT GAC CA

GATS91 229 53 F  GAG TGC GGA AGC GAG TAG AG 2 AF483842
R TCCGTGTTCCTCTGT CTG TG

BM152 127 50 F  AAG AGG AGG TCG AAA CCT TAAATC G 2 AF483868
R  CCG GGACTT GCC AGA AGA AC

BM156 267 52 F  CTT GTT CCA CCTCCC ATC ATAGC 2 AF483872
R  TGC TTG CAT CTC AGC CAG AATC

BM236 F 6
R

PVBR78 167 58 F  AATTCG TGT CCT CTG TCT GTG 9 BV686485
R  ACG ACG GAG AGA GAG GTT GA

PVBR94 165 58 F  ACG ACG GAG AGA GAG GTT GA 9 BV686491
R CCGTGTTCCTTCTGT CTG TG

PVBR106 209 56 F CAA CAA ACA AGG CTG AAA AAC A 9 BV686494
R  AAA AAG AGA GGA GAG AGA AGA GAG C

PVBR125 190 56 F GGA GCG AGA GAA AAT CGA AA 9 BV686499
R  CTG AGA CGC AGA GCA GAC AC

PVBR188 188 56 F GGA GCG AGA GAA AAT CGA AA 9 BV686514
R  CTG AGA CGC AGA GCA GAC AC

PVBR213 163 53 F  ACAATG TAG ACA GCG CAG CA 9 BV686518
R GCTCTTTCTCCTCCCATCCT

PVBR243 236 56 F TCTGTCTGT GTATAAACACCGTTTT 9 BV686527
R

TGC GGA AGC GAG TAT AGA GG




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B03 VA-ag001 163 48 F GGG TAG TAA AGG AAA GAG AAG AAA GAG 1 M99497

R  CCACCTTCT CGT ACT GTT CCATG

PV-at008 161 49 F  AGT CGC CAT AGT TGA AAT TTAGGT G 1 X96999
R  CTT ATT AAA ACG TGA GCA TAT GTATCATTC

BM172 107 50 F  CTG TAG CTC AAA CAG GGC ACT 2 AF483884
R  GCA ATA CCG CCA TGA GAG AT

BMd-36 164 47 F CATAACATCGAAGCCTCACAGT 3 AY298744
R  ACG TGC GTACGAATACTCAGTC

BM197 201 54 F  TGG ACT GGT CGA TAC GAAGC 2 AF483895
R CCCAGAAGATTGAGAACACCAC

BM181 192 50 F  ATG CTG CGA GTT AAT GAT CG 2 AF483887
R  TGA GGA GCA AAC AGA TGA GG

BM98 247 55 F  GCATCA CAA AGG ACT GAG AGC 2 AF483853
R  CCCAAG CAAAGAGTC GATTT

GATS54 114 50 F  GAACCT GCA AAG CAA AGA AGC 2 AF483841
R  TCACTCTTC AAC CAG ATC GAA

BM159 198 52 F  GGT GCT GTT GCT GCT GTT AT 2 AF483875
R GGG AGA TGT GGT AAG ATA ATG AAA

BMd-1 165 47 F  CAAATC GCA ACA CCT CAC AA 3 X96999
R GTC GGAGCCATCATCTGTTT

AG1 132 52 F  CAT GCA GAG GAA GCA GAG TG 2 AF483839
R  GAG CGT CGT CGT TTC GAT

BMc179 F 6
R

PVBR87 163 56 F CTC ATT GCG TCT ACC AGT GC 9 BV686488
R CCTAGGTTCCGCAGCATGT

PVBR109 150 58 F GGCTGGAAAACTACCAATGC 9 BV686496
R  CGCTATTGTCGTGCAGTTTC

PVBR131 198 56 F GCG TCT GAG GAG AAG GAG GT 9 BV686501
R CTCCCAATCTCACCAAAACC

PVBR235 188 56 F CAC GGT GAA CCA GAG TCT CA 9 BV686524
R CCACGACTCTCTTGCTCT TG

PVBR255 177 56 F GCC CTT AAC GTT GGA GTC AA 9 BV686530
R

TTG CCC CTT TCA GAT AAA CG




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B04 PV-atgc001 126 49 F TGCCACCACAGCTTTCTCCTC 1 K03288

R  TAT GAG AGA AGC GGT TGG CAC G

PV-atgc002 144 49 F  AGCTTT CAC ACT ATG ACACCACTG G 1 K03289
R  TGC GAC ATG AGA GAA AGA CAC GG

PV-ag004 201 48 F  TTG ATG ACG TGG ATG CAT TGC 1 X04660
R  AAA GGG CTA GGG AGA GTA AGT TGG

PV-gaat001 164 49 F  AAG GAT GGG TTC CGT GCT TG 1 X57022
R  CAC GGT ACA CGA AAC CAT GCT ATC

PV-at003 139 49 F  ACCTAG AGC CTAATCCTT CTG CGT 1 X60000
R GAATGT GAA TAT CAG AAA GCA AAT GG

PV-ctt001 152 48 F CCAACCACATTCTTCCCTACGTC 1 J04555
R  GCGAGG CAG TTATCT TTA GGA GTG

BMd-15 166 47 F TTGCCATCGTTGCTT AATTG 3 K03288
R  TTG GAG GAA GCC ATG TAT GC

BMd-16 136 47 F  ATG ACA CCACTG GCC ATACA 3 K03289
R  GCA CTG CGA CAT GAG AGA AA

BMd-9 135 47 F  TAT GAC ACC ACT GGC CAT ACA 3 X06336
R  CAC TGC GAC ATG AGA GAA AGA

BMd-26 141 47 F CTTGCCTTGTGCTTCCTTCT 3 U12927
R  TCCATT CCC AACCAAGTTTC

BM140 190 55 F TGCACAACACACATTTAGTGAC 2 AF483858
R  CCTACC AAG ATT GAT TTATGG G

PV-at001 239 47 F GGG AGG GTA GGG AAG CAG TG 1 U18791, Also in B11
R  GCG AAC CAC GTT CAT GAATGA

BM68 170 56 F TTCGTTCACAACCTCTTGCATT 2 AF483851
R TGCTTG TTATCT TGC CCACTG

BM199 304 56 F  AAG GAG AAT CAG AGA AGC CAA AAG 2 AF483896
R  TGA GGA ATG GAT GTA GCT CAG G

BM161 185 52 F  TGC AAA GGG TTG AAA GTT GAG AG 2 AF483877
R  TTC CAATGC ACC AGA CAT TCC

PVBR92 173 46 F  AAT ATT GGG GGC AAC ATT CA 9 BV686489
R  GCC ATC AAC AGA ACC GAT CA

PVBR112 183 58 F  AAC AAC ACC ACC CTG GAG AC 9 BV686497
R  ACA AAA AGC GAG GAATCACG

PVBR128 247 56 F GAA GAG CTC TCATCG CAA CG 9 BV686500
R  CTAGCT CCC TCC CCT CGT AA

PVBR182 164 53 F CGC GCA CGT AGG TAC TAC AA 9 BV686512
R

CAA CAA CAC CAC CCT GAG AC




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
BO5 PV-at006b 132 50 F CCGTTGCCT GTATTT CCC CAT 1 X74919, Also in B2

R  CGT GTG AAG TCA TCT GGA GTG GTC

BMd-53 105 47 F  TGC TGA CCA AGG AAATTC AG 3 AF324244
R  GGA GGA GGC TTA AGC ACA AA

BM175 170 50 F  CAACAG TTAAAG GTC GTC AAATT 2 AF483886
R CCACTCTTA GCA TCAACT GGA

BMd-20 123 47 F  GTT GCC ACC GGT GAT AAT CT 3 X74919
R  GTG AGG CAA GAAGCC TTC AA

BM155 114 50 F  GTTCATGTTTGT TTG ACAGTT CA 2 AF483871
R CAGAAGTTAGTGTTG GTTTGATACA

BMd-50 124 47 F  TGG TGA GAG AAG GAC AAT AGC A 3 AF285172
R GCCGCTTGTGACGTT TATTT

BMd-28b 151 47 F  TGCATCAACTTT AGG AGC TTG 3 730345
R  TCTTGTCTT ATC AGC AGG TGG A

BMd-28a 151 47 F  TGCATCAACTTT AGG AGC TTG 3 730345
R  TCTTGTCTT ATC AGC AGG TGG A

BM138 203 50 F  TGT CCC TAA GAA CGAATATGG AATC 2 AF483856
R  GAATCAAGCAACCTTGGATCATAAC

PVBR61 212 56 F GAT GCT GGC CTC TTT GTAGC 9 BV686482
R CACACCCCTCTGCTTTCTTC

PVBR69 210 53 F GAT GCT GGC CTC TTT GTAGC 9 BV686484
R CACCCCTCTGTGTTTTTCTCC

PVBR82 182 56 F CCC AAA GAG AAT GCAAGG TT 9 BV686486
R GCTTCCCTTTCAACGACATC

PVBR93 171 56 F  TGG GGT GAG AGA GAA AGG TG 9 BV686490
R  TAC CAT AGC AGG CGT TGT TG

PVBR124 162 56 F CCT AAA AAC CAG GTG CGA GA 9 BV686601
R  TGG GAA ACC TAG CCAAAC AC

PVBR229 225 56 F TTGGCTTTCTCTTTCCTCTCTC 9 BV686522
R  GAT TGA GAT GGA AAG GCT ACAT

PVBR236 232 56 F  TGT GAC GGA TCT CGT TGA AG 9 BV686525
R

TGT CCCGATTCATTG ATG TG




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B06 PV-at004 163 47 F  AAT CTG CCG AGA GTG GTC CTG CC 1 X61293

R GAT TGA AAT ATC AAA GAG AAT TGT TAC

BMd-37 134 47 F  GGCACGAGCAACAATCCTT 3 AY007525
R CCATCATAG AGG GCA ACCAC

BM170 179 50 F  AGC CAG GTG CAA GAC CTT AG 2 AF483882
R  AGA TAG GGA GCT GGT GGT AGC

BM137 155 55 F  CCG TAT CCG AGC ACC GTAAC 2 AF483855
R CGCTTA CTC ACT GTA CGC ACG

BMd-12 167 47 F  CAT CAA CAA GGA CAG CCT CA 3 AZ044945
R  GCA GCT GGC GGT AAAACAG

BM158 130 52 F CCGAGC ACC GTAACT GAATGC 2 AF483874
R CGCTCGCTTACT CACTGTACGC

BMc128 F 6
R

BM218 F 6
R

PVBR163 217 56 F  TGA GAG TGG AGA AGG AGA GAG A 9 BV686505
R  TGA CAACAC TGC AAACACCA

PVBR198 222 56 F GCA AGG AAG CCA TAG ACC AC 9 BV686515
R  AGA AGC CCA GTC CAAAGA CA

Pv-tg01bng95 238 55 F  AGC CTG AAC CGA GAG GAA GT 13
R

GAG CTC AAC ATT CCA GAG GC




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
BO7 BM210 166 52 F ACCACTGCAATCCTCATCTTTG 2 AF483902

R CCCTCATCCTCCATTCTTATCG

BMd-40 197 47 F  AACCTTCTT GCG CTG ATCTC 3 AZ301605
R TAGTGG CCATTCCTC GATCT

BM183 149 52 F CTCAAATCTATT CACTGG TCAGC 2 AF483888
R  TCT TAC AGC CTT GCA GAC ATC

BM160 211 52 F CGTGCTTGG CGAATAGCTTTG 2 AF483876
R  CGC GGT TCT GAT CGT GAC TTC

BM150 196 50 F  CGAACTATT TGATAC TCATGT GC 2 AF483866
R  TTG CAG GAC AGA TAA GTT AGA AGA

BM201 102 50 F  TGG TGC TAC AGA CTT GAT GG 2 AF483898
R  TGT CAC CTC TCT CCT CCA AT

BM185 105 52 F  AAG GAG GTTTCT ACCTAATTCC 2 AF483890
R AAAGCAGGGATGTAGTTGC

BM205a 137 50 F  CTA GAC CAG GCA AAG CAA GC 2 AF483900, Also in B11
R  TGAGCT GGG ATT TCATTT CTG

BM209 129 56 F  CAA CCA ATG AAT GCT GAC AAT G 2 AF483901
R CAATTT CTT GAT TGA AAG GCA AT

PV-tttc001 161 50 F  TTT ACG CAC CGC AGC ACC AC 1 X53603
R TGG ACT CAT AGA GGC GCA GAA AG

PVBR46 188 48 F CCT TGG AAA CAT CAG GGT GA 9 BV686606
R CGTTTTCCCCAGGTCTITTT

PVBR35 214 56 F TCTACGCGTTCCCTCTGTCT 9 BV686604
R  AGT GGA TGT GTG GGA AAA GC

PVBR167 158 56 F GGC AAA AAC AAAACC ATT TCA 9 BV686506
R  GCCATT TCT CCACTG TCT GG

PVBR242 117 48 F CCTTCACACCCTTTTCTGATTC 9 BV686526
R GGG TTTCCTTCT TGG TCT CC

PVBR269 167 56 F  TCGCCCCATATTCACTTTTC 9 BV686532
R

TGG TGT GCA GAA AGT CTG TGA




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B0O8 BM211 186 52 F ATACCCACATGCACAAGTTTGG 2 AF483903
R  CCACCATGT GCT CAT GAA GAT
BMd-25 118 47 F  GCA GAT CGC CTA CTC ACA AA 3 L47221
R  CGT TGA CGA GAA GCA TCA AG
BMd-44 135 47 F  GGC AGC TTA CTA ACC CGA AA 3 AZ301573
R TTCCTT CCCCTT TCT TCT CC
BM189 114 50 F CTCCCACTCTCACCCTCACT 2 AF483893
R  GCG CCA AGT GAAACT AAG TAG A
BM151 153 50 F  CAC AAC AAG AAAGAC CTCCT 2 AF483867
R  TTATGT ATT AGA CCACATTACTTCC
PV-attt001 165 48 F  CAA AAA GAA CAT AAT CAG AA 4
R  CTTAGT TGT ATT GAT TTG GA
PV-catt001 193 48 F  AGG GTG TCA TAG ATT AGA TAG 4
R  GAGATC CTTATATTG TAATGT G
PV-ct001 248 48 F  GAT ACT ATC AAGACACGATTAC 4
R  GTATAT ACA CTG AAG CAATAAGT
PV-ag006 210 47 F ATATAAATACTAGGACGATGAC 4
R  ATATTG ACT TAT GAG TAT CTG AG
PV-att001 295 49 F  GTTTCTATAATT TTC TCACTT AAC 4
R GTATCATTTATGTTGTATTCCT
PV-aaat002 238 48 F  AGG AAT ACAACATAAATG ATAC 4
R GAT ACT CAA AGT AAA ATT GGT
PV-at010 171 48 F  AGACTCACGTTTCTTATTTT 4
R GACTTAATCTTATAT GGG ACAT
PV-gtat001 272 49 F  ACG TGT CCT ATAGTT TGT TAC 4
R CTTTTACTCAGG TTCTCT TTA
PV-taa002 300 48 F  AAG ATA ATC CTA AGA GGT GA 4
R GTTATAATCCGATCATGTTT
PV-taaa003 221 46 F  GTC AAT ATA AAT TAT TGT AAG C 4
R GATTTAGTTTGATTITATTGTGT
PV-ttc001 192 47 F  ATATTT AGT GGA CTG TCA AA 4
R  GTT ATC AAATGT AAA GGG AT
PV-ttc002 203 51 F  ATATCT TAC AGC CAT TACATTC 4
R  CTCATC ACC CAG TCA CCT
PV-aat002 121 48 F  TCCTAATTATTT ATG GTAAGA G 4
R CAATTG TAT ATA GAG TCA ACT AAA
PV-ct002 122 48 F  TTAGACTTT CAAACATTC AC 4
R GAT ACT ACT TAA ATG AGG AAC A
PV-taaaa001 221 49 F  GTC AAT ATA AAT TAT TGT AAG CA 4
R GATTTAGTTTGATITATTGTGT
PV-at011 293 48 F  TAT ACA ACG GGA GAT ATT TA 4
R  TGG TTATTA AGA AGC TAA GAC
PV-att003 237 47 F  AAT CCT ACA AAT TAT GGC 4
R  TCA CTA AAG AGA TAT GAA CTA AC
PV-taca001 220 48 F  CTT TCC TTG AGT ATT AAG AAG 4
R  GACTAT TCT AAAATCTTCTCCT
PV-ag007 187 48 F AGATGATAACTG GTCTGAGT 4
R  TTTCTT AAACAC TGATGA TG
PV-att004 298 49 F TACTGTCCTTTCTTTTTCTC 4
R  CAT ACG GAG ATATTT ACT CATA
PV-tgtt001 244 48 F  ATATTAACA GTC TTA CCT TGG 4
R

TTT GGT AAATAAGTG ATG TC



LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B0O8 BM229 F 6

R

BM238 F 6
R

BMc121 F 6
R

BMc222 F 6
R

PVBR45 155 56 F CGA TTG AAC GCA CTC TAC GA 9 BV686605
R  GAG GCT GGT TCC TTC AAA CA

PVBR53 165 56 F GATCCTTTCCCCACAAAACA 9 BV686610
R  GGGGAAAATGGCAAAGAAGT

PVBR83 163 56 F GTC TGT ATC GAA GCC GAG GA 9 BV686487
R  CTT ATG CGT AGC ATG GAG GA

PVBR102 181 56 F  TGAGGATCCTTT ACC CCACA 9 BV686493
R  GCC ATC ATA AGG GGG AAA AT

PVBR173 219 56 F  TCGAGA TGG ATT GAA AAC GA 9 BV686510
R

CTC TCC CCG CAAAACACAC




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B09 PV-at007 192 49 F  AGT TAA ATT ATA CGA GGT TAG CCT AAATC 1 X80051

R CATTCCCTT CACACATTCACCG

BM114 234 50 F  AGC CTG GTG AAATGC TCA TAG 2 AF483854
R CATGCT TGT TGC CTAACTCTCT

BM141 218 55 F  TGA GGA GGA ACA ATG GTG GC 2 AF483859
R  CTC ACA AAC CAC AACGCACC

BMd-46 158 47 F  GGC TGA CAACAACTC TGC AC 3 AF293404
R CTG GCATAG GTTGCTCCTTC

BM154 218 50 F  TCT TGC GAC CGA GCT TCT CC 2 AF483870
R  CTG AAT CTG GGA ACG ATG ACC AG

BMd-52 151 47 F  TCT TGG TGC GCA GAA AGT TA 3 AF325187
R AAGGCTTTGTTTTGATTAAGGTT

BM184 160 52 F  AGT GCT CTATCA AGA TGT GTG 2 AF483889,Also in B11
R  ACATAATCAATG GGT CAC TG

BM188 177 58 F TCGCCTTGAAACTTCTTGTATC 2 AF483892
R  CCCTTC CAG TTA AAT CAG TCG

PVBR60 171 53 F CTT AAC AAC CCC TCC GAC AA 9 BV686608
R  AGT GTGAAAACCGCCCTCT

PVBR101 150 58 F  TGCACGACACGTAGCACATA 9 BV686492
R  GCGTGG TGT GCA GTT AGA GA

PVBR149 235 56 F CAT TGG GGA ACT ATC AAC AGG 9 BV686504
R  ATC AGG AAG GAT GCT GAT GG

PVBR168 190 56 F CAC CGA GCG TGA GTG AGT AA 9 BV686507
R  CAA CAC CAT TTG CAA CAA AGA

PVBR172 232 53 F TTTCTCTTTCCTCTCTCTCTCCT 9 BV686509
R  GAG ACG TAT TGA TAG ATT GAG ATG G

PVBR191 150 56 F  AATTTT GAA CTG AAA GAT AAC AAAGC 9 BV686602
R CGCTTCATT CAACTC CGA AA

PVBR228 188 56 F  TGCAGG TTG CAAGTAGCAGT 9 BV686521
R

GCG AGG AGA GAA AGA GAAAGA A




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
B10 BMd-42 149 47 F  TCATAG AAG ATT TGT GGA AGC A 3 AZ301511
R  TGA GAC ACG TAC GAG GCT GTAT
BM212 214 50 F  AGG AAG GGATCC AAAGTCACTC 2 AF483904
R  TGAACT TTC AGG TAT TGA TGA ATG AAG
GATS11 306 52 F  CACATT GGT GCT AGT GTC GG 2 AF483840
R GAA CCT GCA AAG CAA AGA GC
GATS11B 160 52 F  CCCACACATTGG TGC TAG TG 2 AF483840
R  AGC GCA ATG CTA CTC GAA AT
BM157 113 52 F  ACT TAA CAA GGA ATA GCC ACA CA 2 AF483873, Also in B1
R  GTTAATTGT TTC CAATAT CAACCTG
PVBR181 207 56 F  AGG GAA AAG TGG GAA AGG AA 9 BV686511
R  CCACAG CTG ATG AAA AGC AA
PVBR185 153 56 F  TGG TAA AGC AAA AAC GAT GG 9 BV686513
R GAC AGA AGA GTG AGG GTGTGA A
B11 PV-at001 239 47 F GGG AGG GTA GGG AAG CAG TG 1 U18791, Also in B4
R  GCG AAC CAC GTT CAT GAATGA
BMd-22 121 47 F  GGT CACTTC CGG AGCATTC 3 X74403
R  CGG GAAATG GAAGTCACAGT
BMd-33 110 47 F  TAC GCT GTG ATG CATGGTTT 3 AZ301561
R  CCT GAA AGT GCA GAG TGG TG
BMd-41 250 47 F  CAG TAAATATTG GCG TGG ATG A 3 AZ301561
R  TGA AAG TGC AGA GTG GTG GA
BMd-27 109 47 F  GGA CCC ACC ATC ACC ATAAC 3 M18093
R TGG TGG AGG TGG AGATTT GT
BM205b 137 50 F  CTA GAC CAG GCA AAG CAA GC 2 AF483900, Also in B7
R  TGAGCT GGG ATT TCATTT CTG
BM184 160 52 F  AGT GCT CTATCA AGA TGT GTG 2 AF483889, Also in B9
R ACATAATCAATG GGT CAC TG
PV-ag001 157 47 F  CAATCCTCT CTCTCT CAT TTC CAATC 1 M75856
R GACCTT GAAGTCGGTGTCGTTT
PVBR113 100 56 F  TGCATTCTTCCTCCCATCTT 9 BV686498
R  TTGATT TGATTT GAT CAG TGG TG
PVBR215 220 56 F  AAT GGA AAA GGG GGA AGA GA 9 BV686519
R  GCAACATTG CAG AGA GAC GA
Pv-act0lbng91 240 55 TGA AAG TGC AGA GTG GTG GA 13

TTG GCG TGG ATG ATT TAT CT




LG Marker Name Size(bp) T, Primers Sequence Source Comments*
Unlinked PV-ag005 139 48 F  GCT CAC GTA CGA GTT GAA TCT CAG 1 X13329

R  ATC TGA GAG CAG CGA CAT GGT AG

PV-ctt002 164 49 F  TCG CCG GGA AAG TTG CCAGT 1 X58274
R  TAG AAG GAG CGA GGG CCA TG

PV-at009 360 46 F  ATCTTT AAATTACTAATT TTC TTG TAT CGT 1 730347
R  TTCATCTTT ATT ACA CAA CCT GAC TCA

PV-ccct001 150 50 F CACCAATGT CTCCGG CGCA 1 X64769
R CGG TTG CCG TCG AAT GTG AT

PV-atcc001 171 49 F  ATG CAT GTT CCAACCACCTTCTC 1 J01263
R GGAGTG GAACCCTTGCTCTCATC

PV-gat001 182 47 F  ACA CCT TAT CAT TTA GAG GAA AAG AGA 1 M13968
R  ACC CGA ACT GGC TGC AAC AG

PV-cca001 151 48 F CCAGCTACCATCTCC TCCATC CG 1 M18093
R TAG TGG TGG AGG TGG AGATTT

PV-cca002 179 49 F  TAATTT CTC TCT TCC CAT CCC AAAC 1 M18094
R  GTA GTA ATA AGG AGG AGG CGG TGA G

PV-atct001 193 49 F  CAATTA AAA CTC AAC CAA CCC AAATA 1 M68913
R  TTT CCC GCC ATA GAA TAT GTG AGA

PV-aaat001 203 49 F  TGG AGC CAT CTG TCT CTT ACC CAC 1 u10419
R GAG CACGAGTCACGTTTGCAAC

PV-ggc001 238 49 F  CTG AAG CCC GAATCT TGC GA 1 U18349
R  CGC GAG AGG TGA ACG AAA GC

PV-cca003 115 49 F  GCA AGA GAA CAC TGA AGA GGA TCG 1 U28645
R GACATT ACT CAT TTC ATC ATC TAC TAC ACG

PV-at002 254 49 F  GTTTCTTCCTTATGG TTAGGT TGTTTG 1 U34754
R  TCA CGT TAT CAC CAG CAT CGT AGT A

PV-tta001 106 49 F  CGA GGA GGA AGG AGA AGA CGG 1 U54703
R  GAG GGT TAT CAC AAG GAA GAC ACG

PV-ag002 144 49 F CCTCTCTCCCGAACTTATTCATCTC 1 U70530
R  TGG CCA TAG ATT GCA TGA CAA AT

PV-atcc002 192 48 F  ACTTCT TTC ATC ATC CAT CCATCC 1 X02980
R  TATCTTGGC TCTCTT CCTCTT CC

PV-gttt001 153 49 F  TAT ACA CAC GAACTT TGC ATT CCG 1 U13595
R ACATGCAAG TTC ACACGG TCCTC

PV-atcc003 176 49 F TCTCCATGCATGTTC CAACCAC 1 X52626
R GGAGTG GAACCCTTGCTCTCATC

PV-at005 305 48 F  GACGTT CGC AGT ATT TTG TGA TAT AGA 1 X63525
R  CAT AAT ACC ATG CTC CTACTC TACA

PV-cct001 149 49 F CCAACCACATTCTTCCCTACGTC 1 X79722
R  GCGAGG CAG TTATCT TTA GGA GTG

BM3 193 56 F  CAG AAG TGC TTATCC CCG AG 2 AF483843
R  TGAAAT CTTCCCCTCCTT CA

BM6 153 48 F  AGG GTT TAC ACA CGA CAG GC 2 AF483844
R  GGT TGA TAT GCC CTC ATG GT

BM16 149 54 F  CACCGG GAG TGG CTG ACA 2 AF483845
R  GTT TGG GGC GGA GTT CGA

BM20 146 55 F  ATC CGT AGA GAG GTG AAC GG 2 AF483846
R

ATG AGT GCAGTT TGG TGC AG
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BM25 227 55 F CGCCTCCAACGGTCTTCT 2 AF483847
R  CAA GCA GGT GCG AAT CCA

BM48 232 58 F  GCCGTT GAG CTG GAG AGC A 2 AF483848
R CCTTCT TCT TGA GCC CGC TG

BM67 289 50 F  CCAATG CTG CCA CAC AGATA 2 AF483850
R  CGC CCT TAT GAT CCAGTC CT

BM79B 125 52 F  CAT GGA GGT AGA GGA TAATAAGGA G 2 AF483852
R  CAT TAG AGC CGC CACTTG

BM147 178 48 F GGAACCAACAAGTTCCACTTAG 2 AF483863
R  GAG ACT GTG CTT TCG GAC TC

BM148 295 58 F TTGAAACTCTCTTTG CAGACAC 2 AF483864
R AACTAATCCATTTGCACTACCC

BM149 273 50 F  CGATGG ATG GAT GGT TGC AG 2 AF483865
R GGG CCG ACA AGT TAC ATC AAATTC

BM153 226 50 F CCGTTA GGG AGT TGT TGA GG 2 AF483869
R TGA CAA ACC ATG AAT ATG CTA AGA

BM165 177 52 F  TCA AAT CCC ACA CAT GAT CG 2 AF483879
R TTCTTT CAT TCA TAT TAT TCC GTT CA

BM166 151 52 F  AAA GTG GGA GAG AAA CAC TAC ACC 2 AF483880
R GATGCTGGC TTT CCATTG AG

BM171 149 50 F TGG CATTTCAGATTAACACTCC 2 AF483883
R CTTCCTTGC TGT TTC CAC TG

BM173 185 50 F  ATG CGT AAG CGA GGG AGA G 2 AF483885
R CCAGTATATAAC GCT GCT GCT G

BM187 191 52 F  TTTCTCCAACTCACTCCTTTCC 2 AF483891
R  TGT GTT TGT GTT CCG AAT TAT GA

BM195 138 54 F  ACTGTAGCT CAAACAGGGCACT 2 AF483894
R  TCC GAG CAC CGT AAC TGA AT

BM202 156 50 F  ATG CGA AAG AGG AAC AAT CG 2 AF483899
R CCTTTACCCACACGCCTTC

BM213 154 52 F  AACCCTAAGCTT CACGCATTTG 2 AF483905
R GAGAGATTGACGACGGTTT

BMd-3 223 47 F  TGTTTCTTC CTT ATG GTT AGG TTG 3 U34754
R  GTATCC TCC GAT CAAATT CACCT

BMd-4 146 47 F CTC CAC TAC CCC AAACAGTACC 3 AF190462
R  TTT GAG GAAATGGTTGTTTGG T

BMd-5 122 47 F CGTGGACTT GAATGG TTT CAG 3 AJ132438
R TCCTTACCCTGTTCTGCTTCTC

BMd-6 122 47 F  CAT CGA ATG CCC AAG AGA ATA 3 799957
R CTCACT GTC TTC CAT CCA AGC

BMd-8 176 47 F  TTCATC CTC TCT CCC GAACTT 3 U70530
R CTTTTG TGG CTG AGA CAT GGT

BMd-13 194 47 F  TCATGC CTG AGA AAG GGTCT 3 AF204210
R  CCCTGC ATC AGA AGT CCA AT

BMd-14 186 47 F  TCG CTC CAA GTG CAT GTA AG 3 AF190462
R  TGG GGA AAC AAA ACA AGA AGA

BMd-21 190 47 F  GGC TCCACCATC GACTACTG 3 AJ297395
R TGCGATGTTTGAGCATTTGT

BMd-23 127 47 F  GGCTTG GTCCTCTCATTG AA 3 E04043
R  TGG AAATTA CCACCATGC AA

BMd-24 122 47 F  CACCTT ATC ATT TAG AGG AAA 3 M13968
R

CAC TGC TCT CCG TAG CTT CC
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BMd-29 159 47 F  CTT CAC CGA TCT GAC AGC AG 3 U54703
R  TTT CTC CAC TGG AAC ACT CG

BMd-30 134 47 F  CAG CAA ATG CAA CGC TAAGA 3 U32582
R  GGTTGAATT TTG AAA CCC TGA

BMd-31 161 47 F TGAAGA GGATCG CAAGGTTC 3 U28645
R  AGC CGA AAC ACT GTC CTT GT

BMd-32 150 47 F ACACCCTTCATC TCCCTCAT 3 X85804
R  ACC CAT GTT GGA TGT TGG AT

BMd-34 119 47 F ATCGCCGTTGTCGTTTCTA 3 AF078082
R  TCG AAT TGC AAT GAC TGA GAA

BMd-35 128 47 F  TCTCTTCCTTACCCTGTTCCGC 3 AX008671
R GCGTGG ACTTGAATG GTTTC

BMd-48 131 47 F CCCCACCAACTCTTTCTTCC 3 AF088188
R  CAG AAT TGA CTT GGC GAG AA

BMd-49 95 47 F TCTCTTCCTTACCCTGTTCTGC 3 AX008671
R  GGT TCA ATG CTG GCT GAG A

BMd-51 116 47 F  CGCCAATTCTTC AAC CCT AA 3 AF128454
R  GTAGTT CGC CCG AGG ACT G

BMd-54 154 47 F  GGC TCCACCATC GACTACTG 3 AJ297395
R  GAA TGA GGG CGC TAA GAT CA

Bmd-55 188 47 F GTCCGTTCATGG GTT TGACT 3 AF142702
R  TCG AGA TCT ACG GAG GAG TTC

BMd-11 161 47 F  GCT CAA CAT TCC AGA GGC TAA 3 AZ044955
R  TCA AAC CTA CAT AAA TAA AAC AAA ACA

BMd-38 178 47 F  GCGTTT CCATGA ATC AAT CC 3 AZ301538
R  AAATTC CGA ACC CGT GAACT

BMd-39 126 47 F  CACCGAGGAGTT TCT GTG AA 3 AZ301615
R  TTAAGTCCT TGC AGC CCTTC

BMd-43 176 47 F  CAG CAT CAA GAA GAC CCA AG 3 AZ301513
R  CAG CAC CAC TAT GGG AGG AC

BMd-56 193 47 F  AAT GCG TGA GCA TGA TTA AGG 3 AY028711
R  TCATCT GTC AGC ACC AAA CC

BMd-57 140 47 F  GAG GCA AAG AAG CTATTG AA 3 AZ301498
R  TTTTTAATT CCT GTG AATTGT TT

PVBR1 404 56 F  GCAGAG GTT CTA CCT GAT CG 5 DQ185872
R TGG TTATCAACT GGC TCT CC

PVBR2 236 56 F  CTAACC GCC ATC AAC ATAGC 5 DQ185873
R  CGC ACT GAA GTC AAT GGT CC

PVBR4 159 56 F  CAATTC TAG CAA GGA CGA ACG 5 DQ185874
R  AAA CAT TGT GAC CGC ATCCT

PVBR5 195 56 F  ATT AGA CGC TGA TGA CAG AG 5 DQ185875
R AGCAGAATCCTTTGAGTG TG

PVBR6 247 56 F  GGC ATA AAG AGG AAT CAA AG 5 DQ185876
R CGCAGC TGT GTT CTC TACG

PVBR7 306 56 F  AAT GGC AGG TCA GTG AAAC 5 DQ191409
R  ATG ACC ACG CAG TGA CAG AG

PVBR9 356 43 F CAACCCATACAAATCATCC 5 DQ185877
R  GCT AAT CCATTC TCG AAG

PVBR10 88 54 F  ACA ACA ACA GAG AATCTCTC 5 DQ185878
R  AAG GAT GAG AAG GAG GAC

PVBR11 142 56 F  AAACTCAAAGTCGTT GTT CC 5 DQ185879
R CCACTGACT CTAGCTCCT CC

PVBR12 193 60 F  AAGTCT CCACCTTTC AAATGC 5 DQ185880
R

ACG CCATCC ACCATCCTT
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PVBR14 196 56 F  TGA GAAAGT TGA TGG GAT TG 5 DQ185881
R ACGCTGTTGAAGGCTCTAC

PVBR15 191 50 F  CCT ACG CGA CAA GAT TGG CA 5 DQ185882
R  CAG AAA GGA AAC ATA AAC

PVBR16 198 56 F  AAG CAA CAG AAAAGC AGAAGAC 5 DQ185883
R TTG TGG TGT TGA GTG TGG TG

PVBR18 198 46 F GTTCTGCTT GCAGCATACC 5 DQ185884
R AGA AAC ACA ATC GGA AGA G

PVBR19 159 45 F  GAG AGG GAG GCA TAA AGA GG 5 DQ185885
R  TGC ACT CCG ACG ATCAAG TT

PVBR20 197 56 F  TGA GAAAGT TGA TGG GAT TG 5 DQ185886
R  TAC GCT GTT GAA GGC TCT AC

PVBR21 229 56 F  GAAGAACCG CAAGTAGAGAAGT 5 DQ185887
R  TAA CAT CAG ACG CCG ACG A

PVBR23 345 56 F  GAACGG AGA CAT AAC AGC CA 5 DQ185888
R  GAG GAC CAA CCA AAC CAAGC

PVBR24 250 55 F  GGT AAC CAA GCT AAA GAC 5 DQ185889
R  CTC TAC CTC AAC AAATAG TG

PVBR25 158 56 F  GAGCTTCTCCGTCCTGTGT 5 DQ185890
R CGA ACT GAA TCA GAA AGG AA

PVBR26 194 56 F ACCTGTTTT CTG GCT CTG GA 9 BV686609
R CCGTTGACTTTCAACCCTTC

PVBR67 153 56 F  TGAGCCATATATTTTTCTCACTCTT 9 BV686483
R  ATG GGC ATG GTG GAT GAT AG

PVBR169 205 56 F  TGG AAA GTC GGA GGA GAA GA 9 BV686508
R  AAAAGG GTC CCA ACC AAAAC

PVBR199 186 56 F CTC TCA AAA CGC ATT GTC CTC 9 BV686516
R  GAA AAG AGA GTG ATAGCA TCC AA

PVBR201 241 53 F GTG ATGGTG CTG CTT TTC AA 9 BV686517
R ATG CGT GGG GAG AAG TAA GA

PVBR259 127 56 F TCAACCTTCTCCTGG TCCTG 9 BV686531
R TCTCTCTTTCTTTCTGCGGTCT

11M1 192 57 F  CATCGT GTG ACC ATATTT TGG 7 AJ416389
R  AAG GCC CGA CTT CAT TCA AT

12M1 203 53 F  ACA GAG GAG AGA GAG AGA GAG 7 AJ416390
R  GTA AAG GGA AAA AAG AAT CC

13M1 186 53 F  CATCGT GTG ACC ATATTT TGG 7 AJ416391
R CCGACTTCATTC AAT CCG A

14M1 140 53 F  TTG AAG AAT AAATGA AGC CT 7 AJ416392
R  ACT CCAACTTATTCTCTCTCTC

8M2 167 53 F  TTG GAATAAATATGG AGG AAT 7 AJ416393
R  CCG ACT TCATTC AAT CCG

129M2 215 57 F TCATTC GCT CGC TTACTCAC 7 AJ416394
R  AAATGA AGT GAG CAA AGG GC

130M2 242 53 F  GTAGCT CAAACAGGGCACT 7 AJ416395
R  CTA AAG CAG GGT GAG TGT CT

133M2 202 57 F CTGTACGCACGAGTGGTTG 7 AJ416396
R  CCT GAA ATG AAG TGA GCA AAG

137M2 279 53 F  ACC ATA TAG AGG AAG AGA GAG 7 AJ416397
R GAAGTGATCTTCATT GTC G

149M2 194 57 F  CGCACG AGT GGT TGG AGA G 7 AJ416398
R

TGA AAT GAA GTG AGC AAA GGG
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188M2 None 53 F  ACCTGC AAC CCG ATAGAG A 7 AJ416399
R CTCCTCTCTTTCTCTCTCTGCT

8M3 None 50 F  ACA GAG AGA TAT GAG AGA GAT 7 AJ416400
R CTATTT GTT TGT ATC TAT CTATC

59M3 175 53 F  GCACGAGTAGTT GAA AAG A 7 AJ416401
R  GAT TCA AGT TCA GCA AGC

71M3 288 51 F  ACT AGA GGA GAG ACG AGA GA 7 AJ416402
R  GTA GCA AGT TGC AGG AGT

118M3 189 51 F  GCA GAG GAG AGA GAA AGA GA 7 AJ416403
R  GTT GCA GGT AGC AGG TTG

143M3 265 50 F  GAC GGA AAG ATA GAT AAA GA 7 AJ416404
R ACCCTTTCT CTC TCC TCT

195M3 390 57 F  CGATAG ATT GAG ATG GAT TGA 7 AJ416405
R GGTAGCAAGTTGCAGGAGT

207M3 None 51 F  GAG CCA GAT AGA TAG TTA GAG G 7 AJ416406
R  AAG TTG TAG GTA GCA GGT TG

210M3 None 53 F  ACA GAG AGA AAG AGA GAG AGA GA 7 AJ416407
R TITTTCCCGTTIGTIGTCTT

228M3 526 53 F  ACG GAC AAA TAG ATA AAT AGA GAC 7 AJ416408
R  GTA GCA GGT TGC AGG AGT G

PVMADS 282 60 F  GCG AGG AGC CAG GAA AAT 7 AJ416409
R  CTATTG GAG AAG ATG ATG AGA GC

CLP 207 55 F CTCTGG AAG GTCTCATTC TG 8 AF324244.1
R GTACCATCATCTCCACCACT

CELL 208 55 F  GGT CAC CTT GTT GAG AAG AG 8 AF402604.1
R  TTTCTC GTC ATC AACCTCTC

CELL2 164 55 F  GAG AAG AGA GGT TGA TGA CG 8 AF402604.1
R  AAG TGAATT GCG GATTTT TA

CELL3 187 55 F  TGAAGA TGG AGG AGC ATAAT 8 AF402604.1
R  CCTCTT CTC AAC AAG GTG AC

CELL4 199 55 F ATCGGTTTCCTTCCTTACTT 8 AF402608.1
R  TTG TCATCT TCA ACA CCA AA

CELL5 209 55 F  TGAAGG GGA AAATGT AGA AA 8 AF402609.1
R TGT CCT TCT AAT AAA TAT ACC AAG AG

Bng95-F 198 55 F  CAT TCC AGA GGC TAA AAT TG 8 BH126808.1
R  ACC ACA GTA GCA GGC TTA AA

DROUGH1 213 55 F CAGACATGCAAATTGGAAC 8 AF350505.1
R  GGA GCA CCA AAG ATC ATAGA

DROUGH2 189 55 F  GAG AGA GAG AGA GAG AGA GAG AGA 8 AF369790.1
R  ACG TAG CTG GAG GTG TCT TA

AY1 203 55 F  ATC AGG GTC TGT CAT GAT CT 8 AY028711.1
R CCTCCTCTCTTCTTGTTCCT

PAX1 224 55 F  AGC AAC AAT CCTTTC TCT TCT 8 AY007525.1
R  TTAACG ACG TCC ATG ATAAC

QUIT 210 55 F  GAT GCT GTT AGT TGG AGG AA 8 AJ297395.1
R  GTA GGA GGA GGA GGA CTA GG

AlA 201 55 F  TTC CAA CAG AGA GAG GGT AA 8 AF293023.2
R TAGTCCTTGCTTTCTTTTGC

LIPOX 198 55 F  TGG CTA AGA ATC CTG AGA AG 8 AF234983.1
R

CTG CAAGTT TCT TTC CAAAC
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GLU 200 55 F  GCC AAT TCT TCA ACC CTA AT 8 AF128454.1
R  AGA GCA TGA GAA AGT GTT GG

BETAG 205 55 F ACCCTT CTC TCAAAACCACT 8 AF088188.1
R  AACCTT GCT TGG ATG AGA TA

Bng68-F 214 54 F  TTGCTT ATG TCA AAC CTG AA 8 AZ301498.1
R  TTTTTAATT CCT GTG AATTGT TT

Bng91-R 192 59 F  TTGACT GAATCT ACACGG TTG TG 8 AZ301561.1
R  CCT GAA AGT GCA GAG TGG TG

Bng91-R2 162 59 F  CAG TAAATATTG GCG TGG ATG A 8 AZ301561.1
R  AAACCATGC ATC ACAGCG TA

Bng57-F 200 53 F  TTAGTTTTGTTATGC GTG CT 8 AZ301609.1
R  AGCATG TGT TAC CGT GTG TA

FJo1 270 60 F  GTCGCCGCTACTTCTTTIGTT 10 DQ469376
R  TTTTAATGT TGTGGG AGT GAT G

FJ 02 251 51 F  GGT CCA CAATCA AGC AGT CA 10 DQ469377
R  TAT GGA ACC TGA TAG CAA GTG

FJ 03 178 45 F  TTC GCG AGC AAG CAA CTA 10 DQ469378
R TGAATG TTT TAAATG CGTTGA A

FJ 04 216 45 F  ATA GAT GAA GGA TTG GGA GAG 10 DQ469379
R GGG AAATTG AAG AGG AGA TAC

FJ 05 212 60 F  AAG AAA CAG AAA CAATAAAAAC 10 DQ469380
R  TTTCCATTTATT TTC AGT CACA

FJ 06 152 60 F  TTG GAA CAC CGT GGA ATG GA 10 DQ469381
R  GAG GCT TTA GAC GTT GGA GAC A

FJ 07 290 60 F  GAA AAC GCG AAA CAA CCGA 10 DQ469382
R  ATG TCT CCA AAT CCC AAG TG

FJ 08 195 60 F  ATG GTC ATG GTATCAGTT CA 10 DQ469383
R TCTTTTCCATAGTATTCTCTT G

FJ 09 155 45 F  ACC TTA GAT AGT GCT TGT TAG AG 10 DQ469384
R  CAT GACACC TAG GGC AAA

FJ 10 209 45 F  AGGGGAGTTGTGTTCTTAC 10 DQ469385
R  ATACGT ACG AGT GAC TGG AGA

FJ11 297 60 F  AAAAGG ATC AAA GAG GAG AAAT 10 DQ469386
R GGG CAA GTA AAG CTA AAC GAG

FJ12 256 60 F  TAT CAG CCT AGT TATTTT CAAG 10 DQ469387
R CATACTTTTCTTATTTTC TGG A

FJ13 266 60 F  TCG ATG CAG GAT TGG ATT 10 DQ469388
R  CAG GTT GAT TGT GATAGG TTAC

FJ14 148 60 F  TTC ATG GCA AGG TAA GTA AAT A 10 DQ469389
R  TGA ATG AAC ACA ACA CAA CAA

FJ 15 191 60 F  AGA ATG GAG GGA AAA GCA AAA G 10 DQ469390
R  CCG AAG TCC AAG ATT AGAAGC C

FJ 16 284 60 F  TGG TGC TAC AAC AAAAGA GAAT 10 DQ469391
R  TAG GCA TGT GGG TAG GTC AG

FJ 17 222 60 F  TCCCGATTTATAGTTCTCATTT 10 DQ469392
R  AGG GAC CTC CTT CAT CTC

FJ18 224 60 F  CATTGAGATTTGAGGTTTCGTT 10 DQ469393
R AGG TATTTC CATCGTGCTTTTC

FJ 19 205 60 F  ATGTTAGTG CCT TAT TTC TCT 10 DQ469394
R

AAG GTAGGG TTGGGATTG T
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FJ 20 251 60 F  TTG GAA CAC CGT GGA ATG GA 10 DQ469395
R  GAG GCT TTA GAC GTT GGA GAC A

SSR-IAC01 217 56 F  TGCTTCCCCTTTGTTTGTT 11 DQ469398
R AAG GGT CAG AAG AAG CAG AA

SSR-IAC02 288 56 F ATGCTG GCCCCTCTTTTTCA 11 DQ469399
R  CATATT TACAGG GTGGGCTTCT

SSR-IAC03 296 56 F  TCC CAA ATC AGC ACA GG 11 DQ469400
R  TTT CAG ATC CAT CAGTAGTTTC

SSR-IAC04 241 50 F GGG GGT GGG ATG AAT GGA 11 DQ469401
R  CAATCG GAC CTG AAC AAT GAA A

SSR-IAC05 206 50 F  TTG CAA CAG CCT AAAATACCAT 11 DQ469402
R  AGT CTC CCA ACC TCC TTC AAA

SSR-IAC06 187 56 F CCGGCTCCTGCTGACG 11 DQ469403
R ATGTTCTGC CTTTCG CTC CTT

SSR-IAC07 230 56 F  CTT GAG GGG AGT GTT AGATGT A 11 DQ469404
R  TCA GGA GCC AAG AGT CAAG

SSR-IAC08 264 56 F  CCCTCTAGT TTA AAG CCATCT 11 DQ469405
R  GCA GGA AAATAATCG GTT GT

SSR-IAC09 191 56 F  CTA GCC AGT TAC ATC AGA CGA 11 DQ469406
R TCCCCATTT GCCACTTC

SSR-IAC10 290 56 F  AGG AAC TAA AAG CCG AAC TGG 11 DQ469407
R  GCC TCC GCC GAT CAACACTA

SSR-IAC11 214 56 F  TGATAAAAATGG CTACACA 11 DQ469408
R  TGATAAAAATGG CTACACA

SSR-IAC12 233 56 F CATTATATTCTT CTC CCTTACG 11 DQ469409
R  GAG CAA CAC CAA AAACTACT

SSR-IAC13 153 56 F  CCGCTG ATT GGA TAT TAG AGT G 11 DQ469410
R AGCCCGTTCCTTCGTTTAG

SSR-IAC14 221 56 F  GCTGCATGTTTATCCACCTT 11 DQ469411
R  TTG TTA CTC ACC CCA CCATAC

SSR-IAC15 217 56 F  ATG CTC GCA CCT TCAATCCA 11 DQ469412
R  CAC TCG GGC AAG CTC ATAACCA

SSR-IAC16 238 56 F  TGT AAC GCC CAG ATT TG 11 DQ469413
R  GTT TGC ACT CCG ACG AT

SSR-IAC17 179 56 F  AGAGGTTTCTTGTTT GGT TAC 11 DQ469414
R ACG GTTGAATACTAGGGTTACT

SSR-IAC18 278 56 F  AACTTG TTG CCAGAATGACT 11 DQ469415
R  CACAACTCCCCTTTATGC TA

SSR-IAC19 173 56 F  AGAATG ATGGTGCTGAGAT 11 DQ469416
R CTT GGT GAA TTT GAT AGA CAT

SSR-IAC20 184 56 F  GCATCGGCAGTTCATCATT 11 DQ469417
R  AAC AAA AAC TAC AGC CATCAG C

SSR-IAC21 234 56 F  ACT AAA TAG GAG CAG GAA GAG 11 DQ469418
R  TAA CGA AAT CAA TAA CAG GGT

SSR-IAC22 143 56 F  TGC AAA CCA AAC CAA ACA 11 DQ469419
R GGG AAATGC AGG CTT AGA A

SSR-IAC23 250 56 F  TCG CCATTA GCC TAG AGA AGA A 11 DQ469420
R  ACATAATAT TGG CCG TAACCTC

SSR-IAC24 165 56 F  TTG GGA AAATTA TAG AGA ACA 11 DQ469421
R

AGC CAC TGA CCC TTA CAT
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SSR-IAC25 297 56 F  GAG ACG TTT CAT AAT CAATA 11 DQ469422
R  TTC ATG CAC AAT AAATCACT

SSR-IAC26 148 56 F  TTG GAT GGC AAT AAA ATA GCA 11 DQ469423
R  TGT TGG ACT CAAAGG TGTTCT C

SSR-IAC27 269 56 F  GGA CCT GGG CAG AAG AAG T 11 DQ469424
R AATCGATTG TTTTGG TTT GAC

SSR-IAC28 289 56 F  AAAATT CAG TGT CGT GTG 11 DQ469425
R  AAG AGC TGT TAAGTT GAATA

SSR-IAC29 230 56 F  ACTTTTGTTTTCCGCTGATT 11 DQ469426
R  CTATTG GAG AAG ATG ATG AGA G

SSR-IAC30 154 56 F  AAT AGA AAT ACA AGA GCC AAT G 11 DQ469427
R  GGT GTC AGA AAATCA GAG GTAT

SSR-IAC31 249 56 F  AAGCTTTTGGGTTTTCTCA 11 DQ469428
R  TTC CAC TAT GCA ATC AAT CAC

SSR-IAC32 273 56 F  CAAATT AGG GGT TAC AAA AG 11 DQ469429
R  TCT AGATGG AAA CCC TGACT

SSR-IAC33 191 56 F  AACTTT AGT CTT CGC TGT GG 11 DQ469430
R  CAT TGC ATC TGG TAT TGACTT

SSR-IAC34 196 56 F  TTTCCCCTCTAGTTT GTT GTT 11 DQ469431
R  CTG ACT GGG GTA TGA GAT GAG

SSR-IAC35 269 56 F  GTC CAACAATCATCC AAC AGT 11 DQ469432
R  ATA AGA AAT TCC CAG GCA AAC A

SSR-IAC36 173 56 F CTGTCG AGT GGA GGG GGA TAA 11 DQ469433
R AAG GAT GAATTT GAG GCAGTG G

SSR-IAC37 250 56 F  TCG CCATTA GCC TAG AGA AGA A 11 DQ469434
R ACATAATAT TGG CCG TAACCTC

SSR-IAC38 255 56 F  TGA CGG CAA AGA CAC CA 11 DQ469435
R  TAA GTA GCC AAC CAA TAA AA

SSR-IAC39 220 56 F CTTTGAATG CTTTAGATGTTT G 11 DQ469436
R  GTT TGC ACT CCG ACG AT

SSR-IAC40 158 60 F  TTCTGATCT CCT GCTACACTAA 11 DQ469437
R  TAACTG GTC GAG ATA AAAATG G

SSR-IAC41 142 60 F  AGA CAC CCA GAT GGA ATA AGG 11 DQ469438
R  TTCTAATAC TCCCCACCCATCT

SSR-IAC42 202 50-56 F  ATTCCATGT GCACCTTATTT 11 DQ469439
R ATTGTT CCGCTCCTGTATC

SSR-IAC43 153 50-56 F  TGTGTC TAATTC CCAGTT GA 11 DQ469440
R  AGTCCACCCCCTTTT ACA

SSR-IAC44 178 56 F GTTGCG GCG GAAGAAGACT 11 DQ469441
R TTGCATTTTAATATT TTG GTT G

SSR-IAC45 201 56 F  CAG ACA ACA CAA ATG AAC AGA 11 DQ469442
R  TTT TGC AGC AGC TAT GAT TAT

SSR-IAC46 253 56 F  CCT TAC ATC TCA ACT CC TAC 11 DQ469443
R  TGATGT GAC AAA TAA AGA AG

SSR-IAC47 306 56 F  AAAGGG GTT GCT GAAGTT 11 DQ469444
R  CAAGTT GGA AAG AAG TGT GAG

SSR-IAC48 272 64.4 F  TGC ACG TGG AAC AGA CA 11 DQ469445
R  ACT AAG TGC CAAACAACCTATT

SSR-IAC49 231 56 F  GCC ATC CAT GAC AGA CAG 11 DQ469446
R

GCT AAT ATA ACA CGC TAA AAA
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SSR-IAC50 169 56 F  ATGATATAACAACTCACCATTT 11 DQ469447
R  GTG CAACTC CACCATTCT

SSR-IAC51 221 56 F  CCA GCA AAT AAACAA CCCCAAA 11 DQ469448
R AAC AGA GCA ACG AAA AAG AAG G

SSR-IAC52 203 56 F  TGC ATG TAT GTA GGC GGT TTA 11 DQ469449
R GTGGCTTTTGCTTTTGTAGTCA

SSR-IAC53 175 56 F ACGCATGAG TGATTG G 11 DQ469450
R  CTG AAA AGG AGT GAG CA

SSR-IAC54 152 56 F CTTTTG CCTTGT TTG GAG AG 11 DQ469451
R  CACCCTGTT GCATTG ACT TAG

SSR-IAC55 211 56 F AACCCG TGAATCTTT GAG G 11 DQ469452
R  ATT GATGGT GGATTT TGA A

SSR-IAC56 280 56 F CTGCACAACTCCCCTTTATG 11 DQ469453
R  ACT TGT TGC CAG AAT GACTTG A

SSR-IAC57 279 56 F CATGCCTTGTGCTACTTTC 11 DQ469454
R TTITTTTGTCAGCTTTATGTTAC

SSR-IAC58 198 56 F  CATTGC ATC TGG TAT TGA 11 DQ469455
R  AACTTT AGTCTT CGG CTG TGG A

SSR-IAC59 161 61 F CAAGTGACCGGAGAAGATTTTT 11 DQ469456
R  GTG CAC TCA GAC GGC TCA AG

SSR-IAC60 152 61 F  CTC AAG TCA GCC AGC AAG AAA 11 DQ469457
R  AGA TTA CGG ACA AGG AAC TGA G

SSR-IAC61 157 58.6 F  CACACG CAC ACG GCA CAC 11 DQ469458
R  TGG CAATGG AAG AAG ACA AAAT

SSR-IAC62 211 453 F AACCCG TGAATCTTT GAG G 11 DQ469459
R  ATT GATGGT GGATTT TGA A

SSR-IAC63 210 59.8 F  TCG TAG CAC TAA GAT GGA AGA 11 DQ469460
R GTTTTG TGAACT GTT GAATGT G

SSR-IAC64 257 56 F  GCTTTACTTGCCCACTTGC 11 DQ469461
R  TTC TAG CCA GAT ATT TCC TCA

SSR-IAC65 285 60 F  AGT GAT GAAATAGATGCTCCTT 11 DQ469462
R GACTAG ATGTTACCCTCCTTCA

SSR-IAC66 282 56 F  AAT CACATC TTT AAC CCAACAG 11 DQ469463
R  TTCCACTCC CTCCCTATCTT

SSR-IAC67 110 56 F  GAA GCT GCG ACG GAA CAT AG 11 DQ469464
R  CCTAGT CCC TCC CCATCC CAG

SSR-IAC68 266 56 F  TTGGAG GTAACGCTTTTTTG 11 DQ469465
R  ATT TAA CAT GAACGA CCACC

SSR-IAC69 283 61 F  TTT TAA CAT GCT CCC TCC TAC 11 DQ469466
R  GGT CCA CAATCA AGC AGT CAA

SSR-IAC70 205 60 F CTCTCCAGG AAG GGTATGTTG T 11 DQ469467
R  AAATGG ACT TGA GCACCCTAAA

SSR-IAC71 167 60 F  TTCTGG TGT GGT AAATCC 11 DQ469468
R  GAATCC ACT AGG TAATCA AAT CC

SSR-IAC72 262 45 F  ATC GGT TGAATT GGC TTG AC 11 DQ469469
R  ATT GCT TAAAGACTCCTGTTGC

SSR-IAC73 227 60 F  TTAGTTTTC TCG TCA ATG GA 11 DQ469470
R  GCA TAA GAA ACC AAG AGC AT

SSR-IAC74 271 60 F  GGAATC GAA GTT TGA AGT GAG G 11 DQ469471
R

AAA TGA CCAAGC CAAGAATGTT



LG Marker Name Size(bp) T, Primers Sequence Source Comments*

SSR-IAC75 282 60 F TGTGAG GTCAGAGGGTGTT 11 DQ469472
R CGGTTGTTT ATACGAATCA

SSR-IAC76 191 60 F  TTC ATG GCC AAT AAT CAG G 11 DQ469473
R GAG AAA ATT CAG AGG GTAGAT G

SSR-IAC77 241 60 F  CAC GGT TGG AGA AGATGA TG 11 DQ469474
R  ACC AAT ACA GGA AAG GGA GTT

SSR-IAC78 215 60 F  GGC CAT TTG CAC TCC GAC GAT 11 DQ469475
R GGG GCT TTA GAT GTT TGA GAC G

SSR-IAC79 179 60 F  TGTTGCCTATTG CTT CCT AA 11 DQ469476
R CCTCCAACCGGTGTAACTT

SSR-IAC80 187 60 F  TTT GGG AAT ATT AAG GCACTAC 11 DQ469477
R  CAAACT TAAATAATCGCAAACT

SSR-IAC81 250 60 F  ATG GAC CTATATTGG CTT TGT 11 DQ469478
R GAACCTTTTTAATAATCTGAGT

SSR-IAC82 192 60 F  TGC GTATTG TAT GTT TCA GG 11 DQ469479
R TTGGGTCCATTGGTGTCTCTAT

SSR-IAC83 286 45 F  ACC GAG ATG AGC GTA GGA ATG 11 DQ469480
R  AGT TGA GAA GGC GCAGTTGTT A

SSR-IAC84 154 60 F  TTG CACTCT TGT TGT TTATGG A 11 DQ469481
R CAC AAT GAC GAC AGATGA CAG A

SSR-IAC85 173 60 F  TTCTTC CCC TTC ACA CTC AAA 11 DQ469482
R  AGG AAT CTC AGA ATG CTC AATC

SSR-IAC86 141 64.8 F  AAT GCG CTACGTTTT CTAAT 11 DQ469483
R  AGCACC GCG TATGGCACTC

SSR-IAC87 242 63.5 F  AACTTT AAT TTT GCT GCT GTC A 11 DQ469484
R CTTCTCCCCCTATTITGTCTT

SSR-IAC88 274 60 F  TTCTTG GGT GCT CGC TAC TTA 11 DQ469485
R  GTT TGG GAT CTC GGG ACCTT

SSR-IAC89 222 60 F GCCTCCAGCGGTTCTTTACTTG 11 DQ469486
R  TCG GGC ATG CAG GAG GAC

SSR-IAC90 257 60 F  GCACATTCTTCT TCCCTC CTAA 11 DQ469487
R GCGTGGCCCTATTTTCATT

SSR-IAC91 196 60 F  AAC CGC AAA GAG ACA CCA 11 DQ469488
R  TGC AGG CTA CAC AAACAC A

SSR-IAC92 211 60 F  GAT AAT CAG GGT CAAAGG TT 11 DQ469489
R  GTG GAC AGG GAC ATAATC TAAT

SSR-IAC93 251 60 F  AGT TCG CCT TGG ATT CTA 11 DQ469490
R GGATTTTGT TCT GCC TTACC

SSR-IAC94 182 60 F  CGAGATGTC CCT GCTTCA 11 DQ469491
R CTCCATTTCATTATAGTTTTCA

SSR-IAC95 165 60 F  AAA CAA CAG GGA AAT AACACA A 11 DQ469492
R  TAAAGC ACA ACA AAC GAA CAT A

SSR-IAC96 285 60 F  AAG CGATAATCATTC CAA CAT 11 DQ469493
R CTTACCCATCACTCATTTCATT

SSR-IAC97 244 60 F  AACTTCATGCATCTTCTTTATT 11 DQ469494
R GTGTTG TGG CTG CTG TCA

SSR-IAC98 243 60 F  ACATGG GCT ACA GGG ACA AT 11 DQ469495
R  AGG GAG TTA ACG GTATGG TAT G

SSR-IAC99 176 60 F  GATAGC TGAATGATTTGG TTT A 11 DQ469496
R

TCC CTATTT ACT GCG ACATT
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SSR-IAC100 274 60 F  GTA AAC CGC AAAGAG ACACC 11 DQ469497
R  TGC AGG CTA CAC AAACAC A

SSR-IAC101 172 60 F  CGTTTT AAATGC GTT GAA 11 DQ469498
R  TTC GAG AGC AAG CAA CCA

SSR-IAC102 201 60 F  GGTTGT TTC TGC CTC CAC TG 11 DQ469499
R  GCT AAT GCT GCA CAC CAA ACT

SSR-IAC103 127 60 F  CCG TGA AGT GAA ACA AGG TG 11 DQ469500
R  GGC CAT CAT CCC CAA CAG

SSR-IAC104 235 60 F  GTT ACT TAG CAG AGG CAG AGA A 11 DQ469501
R  GCA GGG GAC ACT TAC TAC AGA G

SSR-IAC105 248 68 F  GTG GAC CAG GAG AAGATTTTT G 11 DQ469502
R  AGACTT CCT TCC CACTGATTG

SSR-IAC106 192 60 F  TGC GTATTG TAT GTT TCA GG 11 DQ469503
R TTGGGTCCATTGGTGTCTCT

SSR-IAC107 273 62.3 F  CAATCCTCG AGA AGA AAAT 11 DQ469504
R TAG AAA AGG GGG ATA AGT GA

SSR-IAC108 143 64.8 F TTCTGGTTC CTT ATG GTT GGT 11 DQ469505
R  AAT GAAATAATG CAG TGG TAG C

SSR-IAC109 138 64 F  AGT CAG CCA GCA AGA AAC ACCA 11 DQ469506
R TGG GGAATATTT TTG CCT GAA

SSR-IAC110 190 64 F  GTGTGC TCT TGA GGT TGT TA 11 DQ469507
R GGG AAT CCA CTA AGT AAT CAA A

SSR-IAC111 272 60 F  GTG CTG AGC CAAAGG AAGT 11 DQ469508
R AAA CAG TAA AGC ACC AGA AAA A

SSR-IAC112 279 60 F  CCAACATTC AGA CAC CAT CCA 11 DQ469509
R TTTTTGCACTCT TGT TGTTTT A

SSR-IAC113 272 66.5 F  GGTGGTGGTTTCTTC CTCTC 11 DQ469510
R ACCCTTAGCAACCCTTAGT

SSR-IAC114 167 F  GAG ACG GAA AGA TAG AAA AAG A 11 DQ469511
R CTCTCCGCGCTCTTACTCTC

SSR-IAC115 208 64.8 F  ATG CAC AAG GCG GTA AAA A 11 DQ469512
R TCGTGCTTGTTCTTC CTC GTAA

SSR-IAC116 185 60 F  AGACATTGT TGATAC GGG AGAT 11 DQ469513
R CACCTTGACTTG CCT TTG AC

SSR-IAC117 310 60 F  CAT CAA ACA AAC AAA CAT AACC 11 DQ469514
R ACACCCTTTCTTTCTTTITTCTT

SSR-IAC118 143 60 F  TTG GAA CAC CGG GGA ATG GA 11 DQ469515
R  GAC GTT GGA GAC AGG GGG AGA G

SSR-IAC119 116 60 F  TTT TTG CCT GAA GGA GAT AAC A 11 DQ469516
R  TCAAGT CAG CCA GCAAGA AAC A

SSR-IAC120 199 60 F  AGC TAC ATC CAG TCT TCT CA 11 DQ469517
R AGTTTCGTTTCTGTGTTTGTTA

SSR-IAC121 279 60 F TGCTTACGC TCC AGT CAT TA 11 DQ469518
R  GCA AAC ACA GAA ACG AAACC

SSR-IAC122 222 60 F  TCCCGATTTATAGTTCTCATTT 11 DQ469519
R GGG ACC TCC TTC ATC TCG

SSR-IAC123 295 60 F  TGA AGC CCC CAA AGG AGA AT 11 DQ469520
R  ATA GGC ACA AAT ACC CAA AGA A

PvMO1 240 53 F  GCTCTAGCC TCAATCCTT GG 12
R

GGTTCCTGC TTCCCACTTT
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PvMO02 191 53 F  CGCCATTTG GAT TGG ATT 12
R  AGG CGT GGA AGT GGA GTG

PvMO03 167 53 F CCGCCTTCTTCTTCTTCTTC 12
R CGGCGAGTCATCTTTTCC

PvMO04 210 50 F  GGTTCCTCCTCCTTCTGCT 12
R GCGCCGTCTTTTTGGTAGT

PvMO06 190 50 F  TTG CCA ACA AAT GGA AGT GA 12
R  TTG CAC AAT GAG AAG GGA GA

PVMO7 213 50 F  CTG GAATGG CTT ACA GAT GC 12
R  CCAAGA TCA GGC ACA GTG AA

PvVMO09 216 53 F GCTTGACGCCTT TGA ACC 12
R CGT GGG CATTGATTC CTC

PvM11 154 50 F  TGG GATTTT GAG CGT GTG 12
R  TCCACCGACTTACCG AACA

PvM12 191 50 F  CCAGTG TGT CAA CAA ATG GA 12
R  AGG CTT AGG GAATGG CTC A

PvM13a,b 216 50 F  GAG AAG CCG CAG AGA GGA 12
R  AGA TGC CGC GAA CAG AAC

PvM14 204 50 F  AAA GCC ACA AAA ACC ATAAACC 12
R  GCCTCC GAAAGATTC AACG

PvM15 185 50 F  GGT GGA GGC AGT GGT GTT 12
R  TTCACTTTC CCA AGA CCT GA

PvM16 179 50 F  ATATCG CCA CCC ACT CCA 12
R  AAC CGA AAG GGC AAA ACG

PvM17 213 50 F  AGG ATG GGT TCC GTG CTT 12
R  GGCAGC TTC CAC ATC GTC

PvM18 202 50 F CAACCATCTCTG TGG CAAG 12
R TGAGTTTGG GAG AGTGAGTTTT

PvM20 222 50 F  CGCTTT GAT AAAACG CTT GC 12
R  TGT TGG TGC TAA CGA TGG AA

PvM21 251 50 F  CCCATCTTC CATTTC CAC AG 12
R AAG CCA CAG AAA ACT GAG CA

PvM22 222 50 F  ACTCTC ACA ATG GCG GAATC 12
R GGCGTTTTCTCCCTCTTCTT

PvM24 345 50 F  CAG AAA AAT GGG CAC AAG G 12
R  AAA GTC AAC ACG CAC ACACC

PvM25 183 50 F  GAAGAC GTG AAG GAG CCACT 12
R  CACTTT CCAGAG AGAACG CAAT

PvM26 206 50 F TTCTCC ACCCCATTAACTGC 12
R  CTC GGA ACA AAG TCC TCC AC

PvM27 192 50 F  GGA GTT GAA AAG GGT GGC TA 12
R  TGA TAC AGA AGC AGG GAG AAC A

PvM28 189 50 F  GGA GAG GAA ACA CGT AAT GGA 12
R TCG ACA ACA AAA GAA AGA AAA GAA

PvM29 275 50 F  CAG CAG AAC AGC AAG TGATTC 12
R  GGT GGC AGG TAC GAA AGA GT

PvVM30 222 50 F  GCA GAC CCT GTC AAC AAC AA 12
R  GCC ATG AAG CAA GGT GAA GA

PvM32 159 45 F  GAG AAG CCAGGAACTTA 12
R

GCATCCCTTTTIGTGTC
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PvM33 220 45 F  GCCTTCTTT TCC AGC AG 12
R GTCTATTGTTGTTTTCTT TTC TC

PvM34 273 45 F  CTT CTCCCT CTT CCT CCT 12
R  GGACAG TGATAG TTC AGATTC

PvM36 201 45 F  GCCCCCTATTTC CCT ACC 12
R  CATCTTCTT CCT CACCCTTA

PvM37 158 45 F  GGA CAG GGG AAT CTC ACTA 12
R  CGT GGT CGT GGT GGT G

PvM39 133 45 F  ATCTCT TTC GGG CAG A 12
R  ATT GTG CTT TCT CAA CG

PvM40 202 45 F CTCTCCATTTTGTCAG 12
R  GAACCATCA GAAACTAC

PvM41 174 45 F  AAATGT CCC CAG CCA CAC 12
R  TTCCCTTCACCTTACCCTTC

PvM42 255 45 F CCATCGTCCTTTTCT TCA ACA 12
R CACTGT CCTTGG GGC TATC

PvM44 182 45 F CTCTTACCAGCAGCATCA 12
R CTCCTTCTCTCTCTTTCTCT

PvM45 232 45 F  GAGGGTAGTTTC TGG A 12
R GACCAAGTTCTCTTTC

PvM46 246 45 F CGCTTATGT TGG GTG GAG 12
R  CGT GGA AGG AGA GGG AGA

PvM48 122 45 F  GCAAAT GGT GGG GTG ATG 12
R  AGG GAG GTG AGG TGG TGA

PvM49 197 45 F ATCTCT GCG TCG GAG TGTTT 12
R  TAT CCT TCG CCC AAT CCATA

FJ21 293 45 F  TAATAC TTG TAT CTC CCT TGT G 12 EF136464
R  GGC CAT GGA AAA CTT GTA

FJ22 276 64.8 F CACCGCTTCTACCTCCGTCC 12 EF136465
R GGG GCCGCATAGTGATTICTTICT

FJ 23 200 60 F  TAAATA GCC CTAAAACAAATCC 12 EF136466
R  ATATAG TGG CTT CCT TCA AG

FJ24 290 45 F  TGC AAT CCA AAC GAG TGA AG 12 EF136467
R  AAATAC AGT TGAAATCCT CCAC

FJ 25 291 45 F  AAGCTTTTGGGTTTTCTCA 12 EF136468
R  TTATCC CAA GGG CTACATTC

FJ 26 168 60 F  ATACCCAATTTAATGTTCTTTC 12 EF136469
R GAG GTATACGTAGTTTGGAGTT

FJ 27 246 60 F  ATG AAAGCG ATAGTG ATG AGAT 12 EF136470
R  CCAGTG GGT AAT GAG TTG

FJ 28 192 60 F  GCGCATTCATCTCATCCATTAT 12 EF136471
R CCAGGCAGAGCAAGCAAGTT

FJ 29 237 60 F CATGTTGGC TTAGTG ATG TTC 12 EF136472
R CAT GTT GGC TTAGTG ATG TTC

FJ 30 251 60 F TTCTCTTCTTTCTTCCTTCCTC 12 EF136473
R TTTTCCTCTTCCACCTTCTCTA

FJ31 289 60 F  TTTTTAACATGC TCCCTCCTAC 12 EF136474
R  GGT CCA CAATCA AGC AGT CAAG

FJ 32 159 60 F  AGG GCT AGG AAA CAC CGA AAAC 12 EF136475
R

CCC GCC CCATCA GAA AAA G
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FJ 33 268 60 F  GTG TGA TGA GCC AAA GGA AGT 12 EF136476
R GAA ACA AAG CTC AAAACA GTAA

FJ 34 271 60 F CTTTCTGGGCTT GTT TCA 12 EF136477
R  CTATAT CAG CCT AGT TATTTT CA

FJ 35 264 60 F  TAATCT TAAACC AAAAAC CACA 12 EF136478
R GGG GAT CGA ATG AAAAGACT

FJ 36 178 45 F  TGAATT TTA AGT GGC AAG AT 12 EF136479
R  CCA AAC ACA ATA GAA ATG ATAG

FJ 37 281 60 F  TTATCG CTAGAT TCTTGT GTT A 12 EF136480
R  GGATGCATC TTT AGG AGT GA

FJ 38 251 60 F TTCTCTTCTTTCTTCCTTCCTC 12 EF136481
R TTTTCCTCTTCCACCTTCTCTA

FJ 39 280 60 F TGCTTACGCTCCCAGTCATT 12 EF136482
R  TAG CAA ACA CAG AAACGA AACC

FJ 40 288 45 F  TCAACATTCTTGGTGTGGTT 12 EF136483
R  AATGTT TATATT GGT TCACTCA

FJ41 268 60 F  CATTCT TAG TGG TGT TTG TGC 12 EF136484
R AATCGGTTGTTT CGCATAA

FJ 42 202 60 F  GGA GCG TAAAAC CACCTT 12 EF136485
R  TCG AAA GCT TGA AGA CCT TG

FJ 43 268 52.7 F  GTG TGA TGA GCC AAA GGA AGT 12 EF136486
R GAA ACA AAG CTC AAAACA GTAA

FJ44 255 53.7 F  TAT CAG CCT AGT TATTTT CAAG 12 EF136487
R CATACTTTTCTTATTTTC TGG A

FJ 45 226 60 F  TTG ATC ATG AGT TCA GAG TCC A 12 EF136488
R  GAT TGA TAG AGA TTG CCA TAAGTC

FJ 46 263 60 F  AGTGGACCACTTCTTCTTTC 12 EF136489
R CAATTTACCAGCTGGACTTTAG

FJ 47 248 60 F  ATG CTG GAATGACTG TGATGG A 12 EF136490
R AAT GGG TGA AAT AAG TGG GTT G

FJ 48 229 60 F  ATT GAAGTG AGT TATTTT GTG AAG 12 EF136491
R CATTCTTTATTGGTTTTC CTT AG

FJ 49 264 60 F  ATG AGA AAATAA CGT GGA GGA A 12 EF136492
R  GAC GGG ATC GGT TTT ACT GAG

FJ 50 226 45 F CATTTCATGTGATTITCTCTTGT 12 EF136493
R  ATT GTG CTC TCC TTT GAT AA

FJ51 212 60 F  AAGATTTTT CCAGCGACCTC 12 EF136494
R  TTC ACG GAT CCAAAG TATTCTC

FJ 52 158 60 F  GCT CGT GAATTC AAG GGT AA 12 EF136495
R  CCG AAT CGG TAATAG TAAATCC

FJ 53 174 45 F CCGCGG ACT ACT GTAATC TATG 12 EF136496
R  GCA GCA AAA ACA AAATCAAATC

FJ 54 248 60 F  AGCATG CCC TGT TCT TGT CTA 12 EF136497
R TGTGAATTATGGATGTGTTTIGTT

FJ 55 180 60 F  CAAACA CTG ACA CAC ACA AAC GA 12 EF136498
R

AGA GAA ATC AAA GCC GAA GGA
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FJ 56 263 60 F ATTATGCTCTTCTTCTITGTTT 12 EF136499
R GAA AAT ATT AGA AAAATG CCG C

FJ 57 263 45 F CCTAGG TTCTGC GCTGCTTTTG 12 EF136500
R TCC CCC TCT CAT CAT CCC ATAA

FJ 58 186 60 F GAG CTTCGG TTCTTTTCT TTG 12 EF136501
R GCA GCC TCC CAC ATAATAGTAA

FJ 59 201 60 F GAG CGT GTT CCG AAG CGA GTT 12 EF136502
R ACC CAG CCGAGACCAGCAG

FJ 60 134 45 F GGA GGG CAT GAG AAG ACG ACT 12 EF136503
R ACA AGA CAC GGG CAA AAT AAAT

* GenBank nos. or Being processed by NCBI.

Sources:

1=Yuetal., 2000. Journal of Heredity 91(6):429-434.

2 = Gaitan-Solis et al., 2002. Crop Science 42:2128-2136.

3 = Blair et al., 2003. Theoretical and Applied Genetics 107:1362-1374.

4 = Caixeta et al., 2005. Crop Breeding and Applied Biotechnology 5:125-133.

5 = Buso et al., 2006. Molecular Ecology Notes 6:252-254.

6 = Frei et al., 2005. Crop Science 45:379-387.

7 = Yaish and Perez de la Vega, 2003. Genetics and Molecular Biology 26(3):337-342.
8 = Guerra-Sanz, 2004. Plant Breeding 123:87-89.

9 = Grisi et al., 2007. Genetics and Molecular Research 6(3):691-706.

10 = de Campos et al., 2007. Pesq. Agropec. Bras. 42(4):589-592.

11 = Benchimol et al. Genet Resour Crop Evol (DOI 10.1007/s10722-006-9184-3, in press)
12 = Hanai et al., 2007. Genome 50:266-277.

13 = Murray et al., 2002. Genome 45: 1013-1024.

Additional SSRs

Colleagues with access to additional SSR markers not described in this file are invited to add them to the list

by contacting BIC@css.msu.edu

Unlinked SSRs

If you have successfully mapped any unlinked SSRs to bean consensus map, you are invited to share that information

by contacting BIC@css.msu.edu

Links to other sites: http://www.ciat.cqgiar.org/biotechnology/SSR_table.html
http://isa.ciat.cgiar.org/molphas/micros.jsp?
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PVBR125 F GGA GCG AGA GAA AAT CGA AA BV686499
R  CTG AGA CGC AGA GCAGACAC

PVBR188 F GGA GCG AGA GAA AAT CGA AA BV686514
R  CTG AGA CGC AGA GCA GAC AC

SSR-IAC55 F  AACCCGTGAATCTTT GAG G DQ469452
R ATT GAT GGT GGATTT TGA A

SSR-IAC62 F  AACCCGTGAATCTTT GAGG DQ469459
R ATT GAT GGT GGATTT TGA A

FJ 12 F TAT CAG CCT AGT TATTTT CAAG DQ469387
R CATACTTTTCTTATTTTC TGG A

FJ 44 F TAT CAG CCT AGT TATTTT CAAG EF136487
R CATACTTTTCTTATTTTC TGG A

FJ 33 F GTG TGA TGA GCC AAA GGA AGT EF136476
R GAA ACA AAG CTC AAAACA GTAA

FJ 43 F GTG TGA TGA GCC AAA GGA AGT EF136486
R GAA ACA AAG CTC AAAACA GTAA

FJ 29 F CAT GTT GGC TTAGTG ATGTTC EF136472
R CAT GTT GGC TTAGTG ATGTTC



